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plex PCR products were analyzed by gel electrophoresis. All
unknown samples were veriﬁably identiﬁed. The assay was
sensitive enough to detect and identify as few as 100 cells
of E. coli O157:H7, V.cholerae and Salmonella typhimurium.
The presence of other bacteria did not interfere with the
analysis. This assay is a speciﬁc and reliable tool that allows
cost-effective detection of all three bacterial pathogens in
one reaction tube.
doi:10.1016/j.ijid.2008.05.1305
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Background: Respiratory tract infections are a signiﬁ-
cant cause of morbidity and mortality in young children,
elderly subjects, and immunocompromised patients. Rapid
diagnosis is important to patients on admission and
implement proper infection control measures. Epidemic res-
piratory infections can be caused by a wide variety of
pathogens, including bacteria, Mycoplasma pneumoniae,
Chlamydophila pneumoniae, or viruses such as inﬂuenza
virus, adenovirus, rhinovirus, or coronaviruses etc. Although
various culture methods, molecular techniques, and sero-
logic diagnostic tests exist, for many epidemics the
causative microorganism(s) are never determined. Further-
more, there has been no practical method for examining the
broad pathogens ecology of respiratory infections to dissect
the complex polymicrobial interactions that occur during
explosive outbreaks of disease.We have developed amethod
for rapid detection of multiple respiratory pathogens in clin-
ical specimens.
Methods: Using speciﬁc tiny microspheres, multiplex PCR
technology and Luminex xMAP (ﬂexible Multi-Analyte Pro-
ﬁling) have combined for rapid detection of 14 respiratory
pathogens(18 typing) by DNA or RNA
Results: The speciﬁcity of the diagnostic system have be
validated by 15 pathogens (19 typing) from ATCC. There
are not cross-reaction in each other. In 138 samples col-
lected from clinical respiratory tract infections, Bacteria
were detected in 26 (37.68%) of 69 pathogens from 112 bron-
choalveolar lavage, including 13 (18.84%) M. tuberculosis
infections and viral pathogens were detected in 44.93%. M.
pneumoniae and C. pneumoniae were in 17.39%. Inﬂuenza
A virus detected in bronchoalveolar lavage and 26 nasopha-
ryngeal swab was 21 of 112 (18.75%) and 7 of 26 (26.92%) by
ﬂexible Multi-Analyte Proﬁling.
Conclusion: Luminex xMAP Multi-Analyte Proﬁling were
highly sensitive and accurate, high throughput and increased
assay speed for detecting multiple respiratory pathogens in
clinical specimens. It is useful tool for epidemiology yet.
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Brucellosis which is a signiﬁcant public health problem is
a zoonotic disease that seen throughout the world as well as
in Iran. This study was carried out to show the sensitivity and
speciﬁcity of the serum agglutination test (SAT).Blood and
serum sample were collected from 52 patients were included
to the study. Blood cultures and SAT were performed from
all the patients.50 patients with similar clinical presentation
that the disease ruled out by blood culture and SAT and they
were symptoms free without any medication for brucellosis
in follow up, were as true negative samples. 54.2% of cases
had positive unpasteurized dairy consumption history. Chief
complaint was joint pain or fever 56.7% and 41.3% respec-
tively. There was history of perspiration in 61.5% of patients.
Brucella spp were isolated in 20 (38.4%) of patients. SAT was
found positive in 50 samples (96.1%). When blood culture
accepted as the gold standard, sensitivity, speciﬁcity, pos-
itive predictive value and negative predictive value of the
test were calculated as follows: sensitivity 90%, speciﬁcity
75.7%, positive predictive value 36% and negative predictive
value 98%. we found that SAT was still efﬁcient method for
serodiagnosis of brucellosis.
doi:10.1016/j.ijid.2008.05.1307
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Backgrand: Differentiating exudates from transudate is a
primary step in examination of pleural effusion, besides it is
a guide to determination of pathologic trend of background
disease, differential diagnoses and diagnostic measures.
Although criteria are considered as standard in differenti-
ating exudates from transudate in some studies pleural ﬂuid
cholesterol, ratio of pleural ﬂuid cholesterol to serum and
ratio of pleural ﬂuid bilirubin to serum have been suggested.
This study has been performed in order to investigate the
diagnostic efﬁcacy of pleural ﬂuid cholesterol and bilirubin
in differentiating exudate from transudate.
Method: this study was performed in Al-Zahra Hospi-
tal, Isfahan in 2006, and 86 cases of pleural effusion were
investigated by consecutive sampling method. First, after
differentiation of exudates from transudate based on light’s
criteria, parameters considered in this study were mea-
sured, and patient’s data were entered into SPSS-13 table,
then using ROC (Receiver Operative Characteristics) curves,
area under the curve was determined.
Afterwards sensitivity, speciﬁcity and positive and neg-
ative predictive values were determined and results were
tested by McNemar test and compared with each other.
